
DNA
DNA

RNA

ATAC-Seq DNA-

ChIP-Seq CUT&Tag CUT&RUN

ActiveMotif

(ATAC-Seq, ChIP-Seq, CUT&Tag, CUT&RUN)

162-0824 2-21
Tel: 03-5225-3638    Fax: 03-5261-8733
E-mail: japantech@activemotif.com
https://www.activemotif.com

ChIP-Seq,  CUT&Tag,  CUT&RUN
ChIP-Seq CUT&Tag CUT&RUN

Performed Under Native  
Condition? No Yes Yes

Chromatin Fragmentation  
Method

Sonication
Restriction Enzyme Tn5-based tagmentation Mnase digestion

Cell Number Requirements 1-10 million cells 5,000-500,000 cells 500,000 cells

Sequencing Depth Required 20-50 million reads 2 million reads 8 million reads

Integrated Library 
Preparation? No Yes No

Compatible Targets

Wide range of Histone 
modification, 

transcription factors, and  
co-factors

Primarily Histone 
modification, 

some transcription factors and 
co-factors

Wide range of Histone 
modification, 

transcription factors, and 
co-factors

Workflow Length 2-3 days 1-2 days 1-2 days

Spike-In Control H3K27me3 ChIP-Seq

tagmentation Mnase digestion

10 million cells 5,000-500,000 cells

50 million reads

Control

Treated

Treatment induced open chromatin

ATAC-Seq

Control

chuokiki-office-group@keio.jp https://sites.google.com/keio.jp/corr-cf/home

ActiveMotif

2024 7 11 17 00 18 00
Web Zoom

URL QR

https://forms.gle/LYw5ahthDXCiJDqT8
7 10 17 00

ID

18 00

Before Spike-In normalization After Spike-In normalization

KARPAS DMSO

KARPAS CPI-360
Day 4

KARPAS CPI-360
Day 8

連携機関のお知らせです
MO4001 Miseq

URL
http://keio.simpren
t.jp/top#/equipme
nt/equipment/31
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